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SERIAL NO. 09/856,025 

Amendments to the Drawings 

The attached sheets of drawings include changes to Figure 1. These sheets, which include Figure 
1, replace the original sheets including Figure 1. In Figure 1, SEQ ID NOs: have been added and 
the description of the abbreviations has been removed. 
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Bp 17 5 MYETAFTVEG YQSSGSANVM TNQLFIGN 201 SEQ ID NO : 4 

Ca 207 MHETAFNIEG YQSSGKADVN SMSINIGK 233 SEQ ID NO : 6 

Cs 178 MYEVALTVEG YQSSGYANVY KNEIRIGANP. . . . SEQ ID NO : 7 

Rf 188 LYEVSLNIEG YRSNGSANVK SVSV 211 SEQ ID NO : 8 

Tr2 169 MDYQIVAVEG YFSSGSASI- TVS 190 SEQ ID NO : 1 6 

Tv 169 MDYQIVAVEG YFSSGSASI- TVS 190 SEQ ID NO: 17 

Th 169 MDYQIVAVEG YFSSGSASI- TVS 190 SEQ ID NO: 14 

Sc 176 HNYQI VATEG YQSSGTATI- TVT 197 SEQ ID NO : 9 

An 163 FNYQVMAVEA WSGAGSASV- TISS 184 SEQ ID NO : 1 

At 164 FN YQ WAVE A WS GAGS AAV- TISS 185 SEQ ID NO : 2 

Trl 157 MNYQVVAVEG WGGSGSASQ- SVSN 17 8 SEQ ID NO: 15 

Ss 167 RYYMINATEG YQSSGSSTI- TVSG 189 SEQ ID NO: 12 

SIB 169 SYYMINATEG YQSSGTSSI- NVGG SEQ ID NO: 10 

SIC 169 RYYMINATEG YQSSGSSNI- TVSG 191 SEQ ID NO: 11 

Tf 167 D-YMIMATEG YQSSGSSNVT LGTS SEQ ID NO: 13 

Be 164 WAYQVMATEG YQSSGSSNV- TVW 185 SEQ ID NO : 3 

Bs 164 WAYQVMATEG YQSSGSSNV- TVW 18 5 SEQ ID NO: 5 

bp Bacillus pumilus / 
Ca\ Clostridium acetobutylicum/P2 62 XynB 
Cs \ Clostridium stercorarium/xynA 

Rf \uruinococcus flavefaci/ns 

Tr2 Trichoderma reesei X^N II 

Tv Trichoderma virido^ 

Th Trichoderma har^lanum 

Sc S ch i z op iW 11 urn/commune Xylanase A 

An Aspergillua/niger , var. awamori 

At AspergilLusNtubigensis 

Trl Trichoderma reesei XYN I 

Ss Stret?tomyces spV 36a 

SIB St/eptomyces livrssj^ns Xln B 

SIC J^treptomyces lividasas Xln C 
Tf / Thermomonospora fuscaV TfxA 

Be/ Bacillus circulans \ 

/Bs Bacillus subtilis \ 
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TVS 


190 


SEQ 


ID 


NO: 


16 


TVS 


190 


SEQ 


ID 


NO: 


17 


TVS 


190 


SEQ 


ID 


NO: 


14 


TVT 


197 


SEQ 


ID 


NO: 


9 


ISS 


184 


SEQ 


ID 


NO: 


: 1 


TISS 


185 


SEQ 


ID 


NO: 


: 2 


SVSN 


178 


SEQ 


ID 


NO: 


: 15 


TVSG 


189 


SEQ 


ID 


NO: 


: 12 


NVGG 




SEQ 


ID 


NO: 


: 10 


TVSG 


191 


SEQ 


ID 


NO: 


; 11 


LGTS 




SEQ 


ID 


NO: 


: 13 


TVW 


185 


SEQ 


ID 


NO: 


: 3 


TVW 


185 


SEQ 


ID 


NO: 


: 5 
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